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8t Summer School on Computatlonal
Mass Spectrometry- Based Proteomics

Quantitative proteomlcs applied to life sciences and systems biology

4*-8'* July, 2016, Oxford, UK

The Summer School will provide hands-on training in
computational analysis of proteomics data generated by
high-resolution mass spectrometry. This powerful
technology is increasingly applied to systems-wide
investigation of different aspects of cell biology. The
practical part will enable participants to perform
sophisticated quantitative data analysis in their own future
research using the publicly available MaxQuant Software.

Organizers

Jurgen Cox, Alison Dalfovo, Daniel Itzhak, Shabaz Mohammed,
Tikira Temu, Stefka Tyanova, and Matthias Mann

Confirmed Speakers
Albert Heck
Alexander Makarov
Clare Turnbull
Fabian Coscia
Florian Meier
Jesper Olsen
Jurgen Cox

Marco Hein
Matthias Mann
Nagarjuna Nagaraj
Shabaz Mohammed
Stefka Tyanova
Tami Geiger

Further details available at: http://mgsummerschool.biochem.mpg.de/summerschool2016/welcome.html
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